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Gene Expression and Pathway Analysis Software

GeneGO’S unique canonical pathway algorithm gefs you to your

destination quickly using well established biological highways. MetaCore's

integrated data mining platform puts you in the driver’s seat with the tools you

need for functional analysis of gene expression, metabolomic, proteomics, / g e n e
siRNA, SNP, HCS and other types of experimental data in the context of ‘

manually curated pathways. MetaCore™ is easy to use and includes free

on-line fraining to get you on the road and up fo speed.

500 Renaissance Drive, Suite 106
St. Joseph, Michigan 49085 USA
(888) 592-3124 , (858)756-7996
+44 (0) 7525 064993 United Kingdom
www.genego.com
sales@genego.com

Test drive MetaCore” today with a FREE trial - genego.com/trials
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